1b S122G Grazoprevir FSW26 1b S122G Grazoprevir FSW27 1b S122G Grazoprevir Total frequency ((N174S, Y56F or S122G) 12/26 (46.2%) Telaprevir (N174S) 6/26 (23.1%) Grazoprevir (Y56F or S122G) 6/26 (23.1%) Figure S1 : Maximum likelihood phylogeny of HCV NS5B gene sequences isolated in 32 female sex workers in the Amazon region. The tree was rooted at the midpoint. Asterisks point to key nodes with high support (aLRT ≥ 0.90). Samples of this study can be identified by the acronym FSW + number. Samples of FSWs belonging to genotypes 1 and 3 are highlighted in blue and red, respectively.
